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Fig . 1 



(A) FBD(1,2) fused at the C-terminal of SK 
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(B) FB P(4,S) fused at the C-terminal of SK 
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1/1 3i/ i 1 

ATr GCT GGA CCT GAG TOO CTG CTA GAC CGT CCA TCT CTC AAC AAC AGC CAA TTA GTT GTT 
ile ala giy pro glu. trp :leu leu asp arg pre ser val asn asn ser gin leu val val 
S1/-J1 * 91/31 

AGC GTT OCT GCT A(.T GIT GAC GCG ACC AAT CAA. GAC ATT ACT C1T AAA TIT TIT CAA ATC 
ser val ala gly thr val glu gly thr asn gin asp ila ser leu lys phe phe glu lie 
L21/41 151/51 

GAT CTA ACA TCA CGA- CCT GCT CAT GGA GCA AAC' ACA GAG CAA CSGC TTA ACT CCA AAA TCA 
asp ieu thr ser atg.pro a;ia his gly gly lys thr glu gin gly leu ser pro lys ser 

irti/Sl 211/71 

AAA CCA TIT GCT ACT GAT ACT GGC GCG ATC TCA' CAT AAA CTT GAG AAA GCT GAC TTA CTA 

lye .p» phe. ala thr asp ..r. gly ala met ser his ly. leu glu lys ala asp leu leu 

241/81 2*71/91 

AAG GCT ATT CAA CAA CAA TPC ATC GCT AAC GTC CAC ACT AAC GAC GAC TAC TTT GAG GTC 
lys ala ile gin glu gin leu lie ala asn val his sar asn asp asp tyr phe glu val 
<=* 301/101 331/111 

? !f ATT GAT TTT GCA AGC GAT CCA ACC ATT ACT GAT CGA AAC GGC AAG GTC TAC TTT GCT GAC 

ile asp phe ala ser asp. ala thr ile thr asp arg asn gly lys val tyr phe ala asp 
>r% ■ ■ 361/121 : 391/131 

^ AAA ; <JAT GOT TCG CTA ACC TIC CCG ACC CAA CCT GTC CAA GAA TTT TTO CTA AGC CGA CAT » 

s|= lvs asp. gly ser val. thr leu pro thr gin pro. val gin glu phe leu leu ser gly his y 

Q 421/141 451/1S1 

ii I CTO COC GTT AGA CCA TAT AAA GAA AAA CCA ATA, CAA AAC CAA GCG AAA TCT GTT GAT GTG 

in val arg val arg pro. tyr lys glu lys pro ile gin asn gin ala lys ser v.l a. P val 

01 GAa'tAT. ACT CTA CAC TTT ACT CCC TTA AAC CCT GAT GAC GAT TTC AGA CCA OCT CTC AAA 

oiu tvr thr val gin pheiuhr pro leu asn pro asp asp asp phe arg pro gly leu lys 
: 571/191 
Q GAT^ACT AAG CTA TTO. AAA ACA CTA GCT ATC GGT GAC ACC ATC ACA TCT CAA GAA TTA CTA 

ID JS lys leu leu lys thr leu ala ile gly asp thr ile thr ser gin glu leu leu 

>=" 601/301 631/211 

!U OCT CAA GCA CAA AGC ATT TTA AAC AAA AAC CAC CCA GGC TAT ACG ATT TAT GAA CGT GAC 

■-•1 ala gin ala gin ser ile lau asn lys asn his pro gly tyr thr lie tyr glu arg asp 

' '■ 691/231 
TCC TCA ATC GTC ACT CAT GAC AAT GAC ATT TTC CCT ACC ATT TTA CCA ATC GAT CAA GAG 
s«r ser ile val thr. his asp asn asp ile phe arg chr lie leu pro met asp gin glu 
■Mi/741 751/251 

TTT ACT TAC CGT GTT AAA AAT CCG GAA CAA OCT TAT AGG ATC AAT AAA AAA TCT GCT CTC 
phe . thr tyr arg v'al lys, asn arg glu gin ala tyr arg ile asn lys lys ser gly leu 

Iat'cAA' GAA ATA AAC AAC ACT GAC CTC ATC TCT GAC AAA TAT TAC GTC CTT AAA AAA GOG 
I£ 35 gtJ l2 ™ asn thr asp leu ila ser glu lys tyr tyr val leu lys ly, gly 

* . * 871/291 
'Sli/iS CCG TAT GAT CCC 1*1*1' GAT CGC ACT CAC TIC AAA CTO TTC ACC ATC AAA TAC GTT 
glu lys pro tyr a* P pro phe asp arg ser ^ thr ll ° lyS tyr al 

CA^-TC CAT ACC AAC GAA TTC CTA AAA ACT GAG CAG CTC TTA ACA GCT AGC GAA CGT AAC 
at? Si Sp thr £h glu leu leu lys sor glu gin leu leu thr ala ser glu arg a.n 

■ 991/331 
TTa'cAC. TTC ACA CAT TTA TAC CAT CCT CGT GAT AAG GCT AAA CTA CTC TAC AAC AAT CTC 
•12 S phe S atop, leu tyr asp pro arg asp lys ala lys leu leu tyr asn asn leu 



trtiviii •■ < ■ 10S1/351 

CAT GCT TTT GOT ATT" ATC GAC TAT ACC TTA ACT GCA AAA GTA GAG GAT AAT CAC GAT GAC 
asp 51 phe gly ii* met nsp tyr thr leu thr gly lys val glu asp asn his asp asp 



CAT 
asp 

ACc' aAc'cgT ATC ATA ACC.«FTT TAT ATC GGC A^C^CCC GAA GGA GAG AAT GCT AGC TAT 
Thr asn arg 11. lie- thr val tyr met gly lys arg pro glu gly glu asn ala ser tyr 

1171/391 

CAT TTA CCC TAT CAT AAA GAT CGT TAT ACC GAA GAA GAA CCA GAA GTT TAC AGC TAC CTC 

SI ™ 2.™ alp ly* *-P arg tyr thr glu glu glu arg glu val tyr ser tyr leu 

120l/«0i 1231/411 

CCT TAT ACA COS ACA CCT . ATA CCT CAT AAC CCT AAC CAC AAA TAA 

arg tyr thr giy thr pro- ile pro asp asn pro asn asp lys OCH 

SS-d 90682^19X00 01 *** * NbabUn* UlOad X C :8X 666X-D3Q-2S 
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,„ - 31/11. 

CAC OCT CAG CAA ATC CTT CAC CCC CAC TCC CCG GTC CCT CTC ACT CAA AGC AAC CCC W 
!£ gin Sn mc val gin pro gin ear pro val ala val ««• gin «.r lys pro- gly 



TGT^TAT CAC AAT OCA AAA CAC TAT CAC ATA AAT CAA CAC TOC CAC COG ACC TAG CTA <3GT 
3!I T~ ^ asn aW iy. his tyr gin il. «n Ota gin up glu axg thr tyr leu gly 



91/31 



cya tyr asp asn gly lys his tyr gin 

AAt/cTC TTC CTT TCT ACT TCT TAT GGA GGA AGc' CCA GCT TTT AAC TCC CAA ACT AAA. CCT 
val cys chr cys tyr gly gly sor arg gly ph. -«n cy. glu sar lys yxo 

* 211/71 

GAA CAC ACT TCC TIT GAC AAO TAC ACT QflC AAC ACT TAC CGA CTC OCT CAC ACT 
glu ala glu glu chr cys phe asp lys tyr thr gly asn thr tyr arg val gly asp thr 

CG7T CCT AAA GAC TCC ATC ATC TOG GAC TCT ACC TCC ATC GGC OCT «C CGA CCC 
Sr glu arg pro lym asp ser met ile trp asp cys thr cys 11* gly ala gly arg. gly 
101/101 331/111 

ACA ATA ACC TCT ACC ATC GCA AAC CGC TOC CAT CAA GGG CX?T CAG TCC TAC AAC ATT GCT 
arg lie ser cys chr il* ala asn arg cys his glu gly gly gin ser tyr lys lie gly 
361/121 391/131 

GAC ACC TOC ACC ACA CCA CAT GAC ACT GCT GCT TAC ATC TTA GAG TCT GTC TCT CTT GCT 
asp thr trp arg arg pro his glu thr gly gly tyr met leu glu cys val cys leu gly 
421/141 451/151 

AAT GGA AAA GGA GAA TOO ACC TCC AAC CCC ATA GCT GAG AAC TCT TTT GAT CAT CCT GCT 
asn gly lys gly glu trp thr cys lys pro ilo ala glu lys cys pha asp his ala ala 
461/161 511/171 

OCC ACT TCC TAT GTC GTC CGA GAA ACC TOG CAC AAC CCC TAC CAA GGC TCC AtC ATC CTA 
gly thr ser tyr val val gly glu thr trp glu lys pro tyr gin gly trp wet mat val 
541/1B1 571/191 

GAT TCT ACT TOC CTC GGA GAA GGC AGC OCA CGC ATC ACT TCC ACT TCT ACA AAT ACA TOC 
asp cys chr cys leu gly glu gly ser gly arg lie thr cys thr ser ar* asn arg cys 
601/201 631/211 

AAC GAT CAC GAC ACA ACC ACA TCC TAT ACA ATT GGA GAC ACC TOO AGC AAC AAC GAT AAT 
asn asp gin asp thr arg thr ser tyr arg lie gly asp thr trp ser lys lys asp asn 
661/221 691/231 

CGA GGA AAC CTC CTC CAC TCC ATC TCC ACA CCC AAC CCC CCA CGA GAC TOG AAC TOT GAC 
arg gly asn leu leu gin cys lie cys chr gly asn gly arg gly glu trp ly» cys glu 
7 2i/2dl 751/251 

ACC CAC ACC TCT GTC CAC ACC ACA TCG AGC GGA TCT CGC CCC TTC ACC CAT CTT CCT 
arg his thr ser val gin thr thr ser ser gly ser gly pro phe chr asp val arg 
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51 


lA A l /VLUAL 1 


101 


1 I I U 1 I 1 AAV. 


151 


CTGCTTAUAv-C 


201 


TGGTACTuri 


251 


TCGATL1 AA*~ 


101 


a * | i^f* AAA AT 

AGTCCAAAA i 


351 


a /^1*f*/^ A AAA 

ACTTGAGAAA 


401 


ACGTCCACAu 


451 


a A ^^^^ A A 

GCAACCATTA 


501 


TTCGGTAACC 


551 


ATGTGCGlaj I 


601 


TCTGTTGATG 


651 


CGATTTCAOA 


701 


TCGGTGACAt- 


751 


mm AAA /"^ A A A A 

TTAAACAAAA 


801 


CGTCACTCA I 


851 


AGTTTACTTA 


901 




951 


ATATTACGTC 


1001 


GTCACTTGAA 


1051 


TTGCTAAAAA 


1101 


CAGAGATTTA 


1151 


TCGATGCTTT 


1201 


AATCACGATG 


1251 


CGAAGGAGAG 


1301 


CCGAAGAAGA 


1351 


ATACCTGATA 



20 30 40:: : 50 

>CCA ACGCTGGCCG AGATCTCG AT CCCGCGAAAT 
GGG AGACCACAAC GGTTTCCCTC ; TAGAAATAAT 
,AGG AGATATACCA TGATTGCTGG . AC.CTGAGTGG 
TGT CAACAACAGC CAATTGGTTG TTAGCGTtGC 
4 rr.i aTC A AG AC AT TAGTCTTAAA TTTTTTGAAA 
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TAATACGACT 




51 


TTTGTTTAAC 




101 


CTACTAGATC 




151 


TGGTACTGTT 




201 


TCGATCTAAC 




251 


AGTCCAAAAT 




301 


ACTTGAGAAA 




35) 


ACGTCCACAG 




401 


GCAACCATTA 




451 


TTCGGTAACC 




501 


ATGTGCGCGT 




551 


TCTGTTGATG 




601 


CGATTTCAGA 




651 


TCGGTGACAC 




701 


TTAAACAAAA 


'is? 


751 


CGTCACTCAT 




801 


AGTTTACTTA 


: ? = 


851 


AAATCTGGTC 




vol 


ATATTACGTC 




951 


GTCACTTGAA 




1001 


TTGCTAAAAA 


! n 


1051 


CAGAGATTTA 


I! 


1101 


TCGATGCTTT 




1151 


AATCACGATG 




1201 


CGAAGGAGAG 




' 1251 


CCGAAGAAGA 




1301 


ATACCTGATA 



Fig. 14 



20 30 

CACTATAGGG AGACCACAAC 

TTTAAGAAGG AGATATACCA 

GTCCTTCTGT AAATAAGAGC 

GAGGGGACGA ATCAAGACAT 

ATCACGACCT GCTCATGGAG 

CAAAACCATT TGCTACTGAT 

GCTGACTTAC TA AAGG CTAT 

TAACGACGAC TACTTTGAGG 

CTGATCGAAA CGGCAAGGTC 

TTGCCGACCC AACCTGTCCA 

TAGACCATAT AAAGAAAAAC 

TGGAATATAC TGTACAGTTT 

CCAGGTCTCA AAGATACTAA 

CATCACATCT CAAGAATTAC 

ACCACCCAGG CTATACGATT 

GACAATGACA TTTTCCGTAC 

CCGTGTTAAA AATCGGGAAC 

TGAATGAAGA AATAAACAAC 

CTTAAAAAAG GGGAAAAGCC 

ACTGTTCACC ATCAAATACG 

GTGAGCAGCT CTTAACAGCT 

TACGATCCTC GTGATAAGGC 

TGGTATTATG GACTATACCT 

ACACCAACCG TATCATAACC 

AATGCTAGCT ATCATTTAGC 

ACGAGAAGTT TACAGCTACC 

ACCCTAACGA CAAATAA 



40 . 50 

GGTTTCCCTC TAGAAATAAT 
TGATAGCTGG TCGTGAATGG 
CAATTGGTTG TTAGCGTTGC 
TAGTCTTAAA TTTTTTGAAA 
GAAAGACAGA GCAAGGCTTA 
AGTGGCGCGA TGtCACATAA 
TCAAGAACAA TTGATCGCTA 
TCATTGATTT TGCAAGCGAT 
TACTTTGCTG ACAAAGATGG 
AGAATTTTTG CTAAGCGGAC 
CAATACAAAA CCAAGCGAAA 
ACTCCCTTAA . ACCCTGATGA 
GCTATTGAAA ACACTAGGTA 
TAGCTCAAGC ACAAAGCATT 
TAT G AACGTG ACTCCTCAAT 
OATTTTACCA ATGGATCAAG 
AAGCTTATAG GATCAATAAA 
ACTGACCTQA TCTCTGAGAA 
GTATGATCCG TTTGATCGCA 
TTGATGTCGA TACCAACGAA 
AGCGAACGTA ACTTAGAGTT 
TAAACTACTC TACAACAATC 
TAACTGGAAA AGTAGAGGAT 
GTTTATATGG GCAAGCGACC 
CTATGATAAA GATCGTTATA 
TGCGTTATAC AGGGACACCT 
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ri Tun i AAC 




51 ' 


ctactagatc 




101 


TGGTACTGTT 




1S1 


TCGATCTAAC 




201 


AGTCCAAAAI 




251 


ACTTGAGAAA 




301 


ACGTCCACAG 




351 


GCAACCATTA 




401 


TTCGGTAACC 




451 


ATGTGCGCGT 




501 


TCTGTTGATG 




551 


CGATTTCAGA 




601 


TCGGTGACAC 




651 


AAA A A A A 

TTAAACAAAA 




701 


CGTCACTCAT 




751 


AGTTTACTTA 


•=~ 


801 


A a ^^^^^^ 

AAATCTGGTC 




851 


ATATTACGTC 




901 


GTCACTTGAA 


1 i j 


. 951 


^^fW A A A A A 

TTGCTAAAAA 


2 - § 


1001 


CAGAGATTTA 




1051 


TCGATGCTTT 




1101 


AATCACGATG 




1151 


CGAAGGAGAG 




1201 


AGATTGTACC 




1251 


TATGTGGTCG 




1301 


AGATTGTACT 




1351 


GAAATAGATG 




1401 


ACCTGGAGCA 




1451 


AGGCAACGGC 




1S01 


CCACATCGAG 



20 30 

TTTAAGAAGG AGATATACCA 

GTCCTTCTGT AAATAACAGC 

GAGGGGACGA ATCAAGACAT 

ATCACGACCT GCTCATGGAG 

CAAAACCATT TGCTACTGAT 

GCTGACTTAC TAAAGGCTAT 

TAACGACGAC TACTTTGAGG 

CTGATCGAAA CGGCAAGGTC 

TTGCCGACCC AACCTGTCCA 

TAGACCATAT AAAGAAAAAC 

TGGAATATAC TGTACAGTTT 

CCAGGTCTCA AAGATACTAA 

CATCACATCT CAAGAATTAC 

ACCACCCAGG CTAT ACGATT 

GACAATGACA TTTTCCGTAC 

CCGTGTTAAA AATCGGGAAC 

TGAATGAAGA AATAAACAAC 

CTTAAAAAAG GGGAAAAGCC 

ACTGTTCACC ATCAAATACG 

GTGAGCAGCT CTTAACAGCT 

TACGATCCTC GTGATAAGGC 

TGGTATTATG GACTATACCT 

acaccaaccg tatcataacc 

aatgctagct accatttagc 

catagctgag aagtgttttg 

gagaaacgtg ggagaagccc 

tgcctgggag aaggcagcgg 

caacgatcag gacacaagga 

agaaggataa tcgaggaaac 

cgaggagagt ggaagtgtga 

cggatctggc cccttcaccg 



-:-40'.'.', 50 
TGATAGCTGG TCCTGAATGG 
CAATTGGtTG TTAGCGTTCC 
TAGTCTTAAA TTTTTTGAAA 
GAAAGACAGA GCAAGGCTTA 
AGTGGCGCGA TGTCACATAA 
TCAAGAACAA TTGaTCGCTA 

tcattgattt tgcaagcgat 

tactttgctg acaaagatgg 

agaatttttg ctaagcggac 

caatacaaaa ccaagcgaaa 

actcccttaa accctgatga 

gct attgaaa. acactaggta 

tagctcaagc acaaagcatt 

tat gaacgtg actcctcaat 

gattttacca atggatcaag 

aagcttatag gatcaataaa 

actgacctga tctctgagaa 

gtatgatccc tttgatcgca 

ttgatgtcga taccaacgaa 

agcgaacgta acttagactt 

taaactactg tacaacaatc 
t a a ctggaaa agtagaggat 

gtttatatgg gcaagcgagg 

tggtggtggc caggcgcaac 

ATCATGCTGC TGGGACTTCC 

TACCAAGGCT GGATGATGGT 

ACGCATCACT TGCACTTCTA 

CATCCTAtAG AATTGOAGAC 

CTGCTCCAGT GCATCTGCAC 

GAGGCACACC TCTGTGCAGA 

ATGTTCGTTA G 
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Fig. 19b 

10 20 30 40 50 

GCAACCCCGC CAGCCTAGCC GGGTCCTCA A CGaCAGGAGC ACGaTCATGC 

51 GCACCCGTGG ccaggaccca accctgcccg agatctcgat cccgcgaaat 

101 taatacgact cactataggg agaccacaac ggtctccctc tagaaataat 

151 tttgtttaac TTTAAGAAGG AGATATACCA TGATTGCTGG: acctgagtgg 

201 ctgctagacc gtccatctgt caacaacacc caattggttg ttagcgttqc 

251 tggtactgtt gaggggacga atcaagacat tagtcttaaa I n 1 1TGAAA 

101 TCGATCTAAC ATCACGACCT GCTCATGGAG GAAAGACAGA GeAAGCCTTA 

351 AGTCCAAAAT CAAAACCATT TGCTACTGAT AGTGGCGCGA. TGTCACATAA 

401 ACTTGAGAAA GCTGACTTAC TA AAGG CTAT TCAAGAACAA TTGATCGCTA 

451 ACGTCCACAG TAACGACGAC TACTTTGAGG TC AtTG ATTT TGCAACiCGAT: 

501 GCAACCATTA CTGATCGAAA CGGCAAGGTC TACTTTGCTG ACAAAGATGG 

551 TTCGGTAACC TTGCCGACCC AACCTGTCCA AGAATTTTTG CTAAGCGQAC 

601 ATGTGGGCGT TAGACCATAT AAAGAAAAAC CAATACAAAA CCAAGCGAAA 

651 TCTGTTGATG TGGAATATAC TGTACAGTTT ACTCCCTTAA AGCCTGAtGA 

701 CGATTTCAGA CCAGGTCTCA AAGATACTAA GCTATTGAAA ACAtTAGCTA 

751 TCGGTGACAC CATCACATCT CAAGAATTAC TAGCTCAAGC ACAAAGCATt 

801 TTAAACAAAA ACCACCCAGG CTAT ACGATT TATGAACGTG ACTCCTCAAT " 

851 CGTCACTCAT GACAATGACA TTTTCCGTAC GATTTTACGA ATGGATCAAG 

901 AGTTTACTTA CCGTGTTAAA AATCGGGAAC AAGCTTATAG - . GATCAATAAA 

951 AAATCTGGTC TGAATGAAGA AATAAACAAC ACTGACCTGA TCTCTGAGAA 

1001 ATATTACGTC CTTAAAAAAG GGGaAAAGCC GTATGATCGC TTTGATCGGA 

1051 GTCACTTGAA ACTGTTCACC ATCAAATACG TTGATGTCQA TACGAACGAA 

1101 TTGCTAAAAA GTGAGCAGCT CTTAACAGCT AGCGAACGIA ACTTAGACTT 

1151 CAGAGATTTA TACGATCCTC GTGaTAAGGC TAAACTACTC TACAACaATC 

1201 TCGATGCTTT tggtattatg gactatacct taactggaaa agtagaggat 

1251 aatcacgatg acaccaaccg tatcataacc gtttatatog gcaagcgacc 

1301 cgaaggagag aatgctagct atcatttagc cggtggtggt caggcgcagc 

1351 aaatggttca gccccagtcc ccggtggctg tcagtcaaag caagcccggt 

1401 tgttatgaca atggaaaaca ctatcagata aatcaacagt gggagcggac 

1451 ctacctaggt aatgtgttgg tttgtacttg ttatggag0a agccgaggtt 

1501 ttaactgcga aagtaaacct gaagctgaag agacttgctt tgacaagtac 

1551 actgggaaca cttaccgagt gggtgacact tatgagcgtc ctaaagactc 

1601 catgatctgg gactgtacct gcatcggggc tgggcgaggg agaiataagct 

1651 gtaccatcta a 
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10 
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TCGCTTCACG 




51 


GCAACCCCGC 




101 


GCACCCGTGG 




151 


TAATACGACT 




201 


tttgtttaac 




251 


GTACCCATAG 




301 


GGTCGCAGAA 




351 


AAATAGATGC 




401 


CCTGGAGCAA 




451 


GGCAACGGCC 




501 


CACATCGAGC 




551 


AGTGGCTGCT 




601 


GTTGCTGGTA 




651 


TGAAATCGAT 




701 


GCTTAAGTCC 




751 


CATAAACTTG 




801 


CGCTAACGTC 




851 


GCGATGCAAC 


Q 


901 


GATGGTTCGG 


I1J 


951 


CGGACATGTG 




1001 


CGAAATCTGT 


5 


1051 


GATGACGATT 




1101 


AGCTATCGGT 




1151 


GCA'1'1 1 1 AAA 


S J J 


1201 


TCAATCGTCA 


3 : J 


1251 


TCAAGAGTTT 




1301 


ATAAAAAATC 




1351 


GAGAAATATT 




1401 


TCGCAGTCAC 




1451 


ACGAATTGCT 




1501 


GACTTCAGAG 




1551 


CAATCTCGAT 




1601 


AGGATAATCA 




1651 


CGACCCGAAG 




1701 


TTATACCGAA 




1751 


CACCTATACC 



Fig. 21b 



20 30 

TTCGCTCGCG TATCGGTGAT 

CAGCCTAGCC GGGTCCTCAA 

CCAGGACCCA ACGCTGCCCG 

CACTATAGGG AGACCACAAC 

TTTAAGAAGG AGAT ATACCA 

CTGAGAAGTG TTTTGATCAT 

ACGTGGGAGA AGGCAGCGGA 

AACGATCAGG ACACAAGOAC 

GAAGGATAAT CGAGGAAACC 

GAGGAGAGTG GAAGTGTGAG 

GGATCTGGCC CCITCACCGA 

AGACCGTCCA TCTGTCAACA 

CTGTTGAGGG GACGAATCAA 

CTAACATCAC GACCTGCTCA 

AAAATCAAAA CCATTTGCTA 

AGAAAGCTGA CTTACTAAAG 

CACAGTAACG ACGACTACTT 

CATTACTGAT CGAAACGGCA 

TAACCTTGCC GACCCAACCT 

CGCGTTAGAC CATATAAAGA 

TGATGTGGAA TATACTGTAC 

TCAGACCAGG TCTCAAAGAT 

GACACCATCA CATCTCAAGA 

CAAAAACCAC CCAGG CTAT A 

CTCATGACAA TGACATTTTC 

ACTTACCGTG TTAAAAATCG 

TGGTCTGAAT GAAGAAATAA 

ACGTCCTTAA AAAAGGGGAA 

TTGAAACTGT TCACCATCAA 

AAAAAGTGAG CAGCTCTTAA 

ATTTATACGA TCCTCGTGAT 

GCTTTTGGTA TTATGGACTA 

CGATGACACC AACCGTATCA 

GAGAGAATGC TAGCTATCAT 

GAAGAACGAG AAGTTTACAG 

TGATAACCCT AACGACAAAT 




40 ; 50 

TCATTCTGdr AACGAGTAAG 

CGACAGGAGC ACGATCA-TGC 

AGATCTCGAT CCCGCGAAAT 

GGTTTCCCTC TAGAAATAAT 

TGGTGCAAGC ACAACAGATT 

GCTGCTGGGA CTTCCTATGT 

CGCATCACTT GCACTTCTAG 

ATCCTATAGA ATTGGAGACA 

TGCTCCAGTC CATCTGCACA 

AGGCACACCT CTGTGCAGAC 

TGTTCGTATT GCTGGACCTG 

ACAGCCAATT GGTTGTTAGC 

GACATTAGte TTAAATTTTT 

TGCAGGAAAG ACAGAGCAAG 

CTGATAGTGG CGCGATGTCA 

GCTATTCAAG A ACAAT TGAT 

TGAGGTCATT GATTTTGCAA 

AGGTCTACTT TGCTGACAAA 

GTCCAAGAAT tTTTGCTAAG 

AAAACCAATA CAAAACCAAG 

AGTTTACTCC CTTAAACCCT 

ACTAAGCTAT TGAAAACACT 

ATTACTAGCT CAAGCAGAAA 

CGATTTATGA ACGTGACTCC 

CGTACGATTT TACCAATGGA 

GGAACAAGCr TATAGGATCA 

ACAACACTGA CCTGATGTCt 

AAGCCGTATG ATCCCTTTGA. 

ATACGTTGAT GTCGAt ACCA 

CAGCTAGCGA AGGTAAGTTA 

AAGGCTAAAC TACTCTACAA 

TACCTTAACT GGAAAAGTAG 

TAACCGTTTA TATGGGCAAG 

TTAGCCTATG ATAAAGATCO 

CTACCTGCGT TATACAGGGA 
AA 



Fig. 22a 
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20 30 

TCATGTTGTT GCTCAGGTCG 

TTCGCTCGCG TATCGGTGAT 

CAGCCTAGCC GGGTCCTCAA 

CCAGGACCCA ACGCTGCCCG 

CACTATAGGG AGACCACAAC 

TTTAAGAAGG AGAT ATACCA 

CTGAGAAGTG TTTTGATCAT 

ACGTGGGAGA AGGCAGCGGA 

AACGATCAGG ACACAAGGAC 

GAAGGATAAT CGAGGAAACC 

GAGGAGAGTG GAAGTGTGAG 

GGATCTGGCC CCTTCACCGA 

AGACCGTCCA TCTGTCAACA 

CTGTTGAGGG GACGAATCAA 

CTAACATCAC GACCTGCTCA 

AAAATCAAAA CCATTTGCTA 

AGAAAGCTGA CTTACTAAAG 

CACAGTAACG ACGACTACTT 

CATTACTGAT CGAAACGGCA 

TAACCTTGCC GACCCAAGCT 

CGCGTTAGAC catataaaga 

TGATGTGGAA TATACTGTAC 

TCAGACCAGG TCTCAAAGAT 

GACACCATCA CATCTCAAGA 

CAAAAACCAC CCAG GCTAT A 

CTCATGaCAA tgacattttc 

ACTTACCGTG TTAAAAATCG 

TGGTCTGAAT GAAGAAATAA 

ACGTCCTTAA AAAAGGGGAA 

TTGAAACTGT TCACCATCAA 

AAAAAGTGAG CAGCTCTTAA 

ATTTATACGA TCCTCGTGAT 

GCTTTTGGTA TTATGGACTA 

CGATGACACC AACCGTATCA 

GAGAGAATGC TAGCTACGAT 

GTACCCATAG CTGAGAAGTG 

GGTCGGAGAA ACGTGGGAGA 

GTACTTGCCT GGGAGAAGGC 

AGATGCAACG ATCAGGACAC 

GAGCAAGAAG GATAATCGAG 

ACGGCCGAGG AGAGTGGAAG 

TCGAGCGGAT CTGGCCCCTT 



. 40 '. ■ . SO . 

CAGACGTTTT = GCAGCAGCAG 

TCATTCTGCT AACCAGTAAG 

CGACAGGAGG ACGATCATGC 

AGATCTCGAT CCCGCGAAAT 

GGTTTCCCTC :.' TAGAAATAAT- 

TGGTGCAAGC: ACAACAGATT. 

GCTGCTGGGA CTTCCTATGT- 

CGCATCACTT GCACTTCTAC 

ATCCTATAGA ATTGGAGAGA 

TGCTCCAGTG: CATCTGCACA 

AGGCACACCT CTGTGCAGAC 

TGTTCGTATT GCTGGACCTG 

ACAGCCAATT GGTTGTTAGC 

GACATTAGTC: TTAAATTTTT 

TGGAGGAAAG ACAGAGCAAG 

CTGATAGTGG: CGCGATGTCA 

GCTATTCAAG • AACAATTGAT: 

TGAGGTCATT GATTTTGCAA 

AGGTCTACTT • TGCTGACAAA 

GTCCAAGAAT TTTTGCTAAG 

AAAACCAATA CAAAACCAAG 

AGTTTACTCC CTTAAACCCT 

ACTAAGCTAT . TGAAAACACT 

ATT ACT AG CT CAAGCACAAA 

CGATTTATGA AGGTGAGTCC 

CGTACGaTTT taccaatgg'a 

GGAACAAGCT TATAGGATCA 

ACAACACTGA CCTGATCTCT 

AAGCCGTATG ATCCCTTTGA 

ATACGTTGAT GTCGATACCA 

CAGCTAGCGA ACCTAACTTA 

AAGGCTAAAC TACTCTACAA 

TACCTTAACT GGAAAAGTAG 

TAACCGTTTA TATGOGCAAG 

TTAGCTGGTG GTGGCCAGGC 

TTTTGATCAT ! GCTGCTGGGA 

AGCCCTACCA AGGGTGGAT6 

AGCGGACGCA TCACTTGCAC 

AAGGACATCC TATAGAATTG 

GAAACCTGCT CCAGTGCATC 
TGTGAGAGGC : ACACCTCTGT 

CACCGATGTT CGTTAG 
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